GLUCOSE TRAPPER

Hexokinase

Structural Representations of Hexokinase (308M and 3080):

Hexokinase in open state (3080): A. Ribbon model; C. Ribbon model with transparent surface;
E. Surface model.

Hexokinase in close state, bound to glucose (308M): B. Ribbon model with surface model of

glucose (shown in black); D. Ribbon model with transparent surface; F. Surface model, bound
glucose shown in black.
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